: Plasma cirDNA modification concentration is not correlated with the mice weight. Dashed line depicts the trend line for the correlation. Plasma cirDNA concentrations were assessed by qPCR.
: Quality control of microarray data. All arrays showed equivalent results and could be used for downstream analyses. A) Density plots of microarray signal distribution for each sample. Upper panels correspond to XenoIH group (XenoIH-04, XenoIH-07 and XenoIH-08). Lower panels correspond to XenoRA group (XenoRA-03, XenoRA-04and XenoRA-07). B) Box-plots showing the distribution of signal intensity for each sample before normalization. C) Correction of CG-content bias after normalization. Left and right panels show the distribution of signal intensities according to CG content before and after normalization, respectively. Table S1 : Phenotypic characteristic of xenografted and control mice exposed to IH and RA conditions. 
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